There are numerous studies on the Schiff bases derived by condensing salicyldehyde and an aromatic amine. In this study, the azomethine double-bond of N-salicylidene-3-aminopyridine (Csaszar, 1990; Kaya & Guelel, 2005; Robert et al. 2009) is reduced by sodium borohydride to yield the title secondary amine (Scheme I). The two aromatic rings at either ends of the -CH 2 -NH-link of C 12 H 12 N 2 O are twisted by 68.79 (7)° (Fig. 1) . The hydroxy substituent is hydrogen-bond donor to the N atom of the pyridyl ring of an adjacent molecule, and the hydrogen bond generates a linear chain along the b-axis.
In the title compound, C 12 H 12 N 2 O, the aromatic rings at either ends of the -CH 2 -NH-link are twisted by 68.79 (7) . In the crystal, the hydroxy substituent is a hydrogen-bond donor to the N atom of the pyridine ring of an adjacent molecule, and the hydrogen bond generates a chain along the b axis; it is also a hydrogen-bond acceptor to the amino group of another adjacent molecule. The two hydrogen bonds lead to the formation of a layer structure.
Related literature
For the N-salicylidene-3-aminopyridine precursor, see: Csaszar (1990) ; Kaya & Guelel (2005) ; Robert et al. (2009) . For a related structure, see: Xu et al. (2011) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.26 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (17) 163 (1) Symmetry codes: (i) Àx þ 2; y À 1 2 ; Àz þ 1 2 ; (ii) x À 1; y; z.
Experimental
Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010). Fig. 1 . Thermal ellipsoid plot (Barbour, 2001) of C 12 H 12 N 2 O at the 50% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. 
Figures

2-[(Pyridin-3-ylamino)methyl]phenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 1.17862 (17) 0.30493 (7) 0.38420 (7) 0.0517 (3) (7) 0.0097 (7) −0.0013 (7) C6 0.0448 (6) 0.0413 (7) 0.0432 (6) 0.0053 (5) −0.0032 (5) −0.0040 (5) C7 0.0465 (7) 0.0396 (7) 0.0589 (8) 0.0025 (5) −0.0045 (6) 0.0019 (6) C8 0.0473 (6) 0.0377 (6) 0.0400 (6) −0.0011 (5) 0.0038 (5) −0.0009 (5) C9 0.0403 (6) 0.0434 (7) 0.0511 (7) −0.0022 (5) 0.0045 (5) 0.0029 (5) C10 0.0592 (8) 0.0578 (8) 0.0465 (7) 0.0034 (6) 0.0008 (6) 0.0120 (6) C11 0.0558 (8) 0.0701 (10) 0.0498 (8) −0.0095 (7) −0.0094 (6) 0.0057 (7) C12 0.0584 (8) 0.0518 (8) 0.0481 (7) −0.0169 (6) −0.0026 (6) 0.0037 (6) Geometric parameters (Å, °) (2) 
